This PDF file includes: . Gene sets are summarized as 'aspects' with specified gene ontology (GO) annotations and novel gene sets that follow a pattern of coregulation. Aspect scores (Cell PC score) are oriented so that high values (dark orange) generally correspond to increased expression of associated gene sets. There was a defined subset of cells (orange) that had a transcriptional profile consistent with IFN activation (aspect 2) or mitosis (aspect 3). (C) Expression patterns of top-loading genes for Aspect 2 and 3. Aspect 2 was associated with GO terms linked with IFN stimulation, whereas Aspect 3 was enriched in genes associated with mitosis. 
